Bioinformatics is playing a significant role in the current revolution in modern biology. It attempts to unfurl the mystery of the biologically meaningful patterns of a sequence string of nucleotides. Teaching bioinformatics is now becoming an integral part of the core curriculum at most universities. We believe that it is only by understanding and wisely using these resources we will be able to push the frontier forward.
tools to address biological problems. We strongly believe that even a novice can quickly tackle each computational problem and arrive at a satisfying result when guided by this unique step-by-step approach on the collection of software with illustrative examples. Most exercises could be used for practical courses in advanced undergraduate-or graduate-level courses in life sciences.
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